JSB 148 Poster presentations

I | September (Odd Numbers 14:00-15:00, Even Numbers 15:00-16:00)

Production and analysis of multiple genome editing rice

(OKuroda, M., H. Park, M. Chiba, T. Oikawa (Inst. Agrobiol.

PI1OI using an original plasmid set and a method for high- Sci. NARO)
density crop hydroponics in a plant incubator )
Examining conditions in rice seeds for the development |(OSegami, S. |, T. Kinouchi2, Y. Hattori3, M. Kirihata3
P102 of a new mutation breeding method using the boron (1.Res. Inst. Env. Agr. Fish., Osaka Pref., 2.KURNS, 3.0saka
neutron capture reaction. Metro. Univ. Res. Cent. for BNCT)
(ONarasako, Y. 1,2, M. Yamamura3, Y. Setoguchi |, M.
. . . Takeshita3, T. Abe4, T. Hirano3,4, M. Otani5, H. Kunitake3
Produs:’rlon.of.polyphenol mutants using heavy-ion (I.Interdiscip. Grad. Sch. Agric. Eng., Univ. Miyazaki
P103 beam irradiation on sweet potfato (Ipomoea batatas [L.] 2.Kushima Aoifarm Co., Ltd., 3.Facul. Agric., University of
Lam.) Miyazaki, 4.RIKEN Nishina Center, 5.Res. Inst. Agric.
Resour., Ishikawa Pref. Univ.)
OKuwata, K. 1, K. Kurogil, M. Makishimal, T. Yagi2, M.
Examination of Training Datasets in the Development QA;KOJI\I/I%TZ;iz?snggiaei,cz.ozzkgrooerr?gﬁ;\e(.eﬁ:;yarl:]lzga(cjlégmd.
P104 of a Qeep Learning-Based Detection Model for Rumex Uni\;ersify of Technology, 2.Hokkaido Agric.., Res. Ctr., NARO
obtusifolius 3.Materials Science and Bioengineering., Nagaoka University
of Technology)
%UEDA, T.1, M. Onukil, J. Kawaki2, A. Nagano3,4, T.
ikkal,5,6, H. Yamashital,5,6 (1.Grad.Agr., Shizuoka Univ.,
P105 Analysis of dormancy to bud-break transition in tea 2.Shizuoka Tea Res. Cent., 3.Biosci. and Biotech. Center,
winter buds using transcriptome and temperature data [Univ. Nagoya, 4.Inst. Adv. Biosci., Keio Univ., 5.Shizuoka
Univ. Res. Inst. Green Sci. Tech., 6.Shizuoka Univ. Res. Inst.
Tea Sci.)
YKanbayashi, Y., Y. Kobayashil, H. Matsumura2, N.
. . . Hayashida3 (|.Graduate School of Science and Technology,
Pl106 fﬂl:;:i:r:;nito(;feg:irzzzoc\llsgé:)s;n\?iapgzr;o*{zgrnin Shinshu University, 2.Gene Research Center, Shinshu
9 P 9 University, 3.Faculty of Textile Science and Technology,
Shinshu University)
P107 NGS-ACT: A Tool for allele determination using short ¥ Oishi, M., M. Takata, M. Sakemoto, M. Yoshizumi, M. Hara,
reads from Next-Generation Sequencing H. Takagi (Ishikawa Prefectural University)
Comparing methods for imputing missing phenotypes
P108 and predicting breeding values in multi-trait and multi- [¥Kinami, A., A. Onogi (Grad. Sch. of Agri., Ryukoku Univ.)
environment data
Y Sekiguchi, Y.1,2, K. Terada3, G. Yan|, N. Kamal4,5, T.
. . . Ishii5, 6,7 (1.United Grad. Sch. Agricultural Sci., Tottori U.,
Establishment of emasculation method using TFMSA: > JSPS Regeorch Fellow DC. 3 Gr?:td Sch. Sus. Sci. Tottori
P109 male sterility induction via inhibition of proline U. 4.ARC.. Sudan. 5 Im‘ern;ﬁi.onol F;Ioffc;rm fc;r Dt:yland
fransport and phenylpropanoid biosynthesis Research and Education (IPDRE), Tottori U., 6.ALRC, Tottori
U., 7.Chromosome Engineering Research Center, Tottori U.)
. - YEmori, Y. |, A. Sanjaya |, M. Sakaguchil, K. Takagi2, Y.
PII0O Tlr;ifg;‘: of Carions on double-strand break repairin |, 10| (1 Fac.Biosci.Biotech.Fukui Pref.Univ, 2.Wakasa-
P wan Ener.Cent)
Development of semi-glutinous, high-yielding Inbred (Odinushi, K. (Research Institute of Rice Production
PIII variety "Yumiharizuki" and its improved NIL with non- &Technol,o ' Co., Ltd.)
photosensitivity. gy -0 )
Improvement of Tocopherol Composition in Soybean by % PARK, C., D. Xu (Japan International Research Center for
PII12 Accumulation of Genes Related to Tocopherol LT
. . Agricultural Sciences (JIRCAS))
Biosynthesis
SR Identification of the "Sanuki no Yume 2023 cultivar #Ueta, S., Y. Tada (Kagawa Pref. Agric. Exp. Stn.)

using DNA markers




Feasibility Study on the Development of Winter Two-

(OTOKIZONO, Y. I, Y. NAKANO2, M. SHIBAMURA I, K.
KOIEI, T. NAGAMINEZ2, T. HOKII (I.Crop Research

Pl14 row Malting Barley Varieties in Hokkaido Laboratories, Sapporo Breweries Ltd., 2.Central Region
Agricultural Research Center, NARO)
Genetic variation in the ionome of a Barley line »Niwa, ¥.1, A. Kiyotal, T. Ikkal,2, Y. Nakano3, H.
PII5 ooulation Y Yamashital,2 (1.Grad. Agr., Shizuoka Univ., 2.Shizuoka
Pop Univ. Res. Inst. Green Sci. Tech., 3.CARC, NARO)
PI16 Project introduction for future development of wheat (OOhta, A., M. Nitta, S. Nasuda, K. Yoshida, T. Sakai, R.
genetic resources maintained by NBRP-Wheat Terauchi (Graduate School of Agriculture, Kyoto University)
¥ Ofem, N.1, N. Kamal2,3, S. Pearson4, T. Shatte5b, D.
Jordan4, E. Mace4, T. Ishii2,6,7 (1.Grad. Sch. Agric. Sci.,
Tottori Univ., 2.Int. Platf. Dryl. Res. & Educ., Tottori Univ.,
P17 Exploring the Genetic Diversity and Population Patterns|3.Biotechnol. & Biosaf. Res. Cent., Agric. Res. Corp., Sudan,
in Asian Cowpea (Vigna unguiculata (L.) Walp.) 4.Qld. Alliance Agric. & Food Innov., Univ. Qld., Hermitage
Res. Facil., Australia, 5.Qld. Dept. Prim. Ind., Hermitage Res.
Facil., Australia, 6.Arid Land Res. Cent., Tottori Univ.,
7.Chromosome Eng. Res. Cent., Tottori Univ.)
. . . . Ogata, R.1, K. Saito |, %K. Yamadal, H. Murakami2, T.
Phylogenetic analysis on Japanese ramie (Boehmeria . .
P18 . . Sasanumal (|.Fac. Agr., Yamagata Univ., 2.Aoso Rivival
nivea) based on chloroplast DNA sequencing .
Dreaming Corps)
% Okada, K. I, N. Saito2, K. Tamagawa l,2, Y. Sato2, Y.
Genetic characterization of Nikkokisuge (Hemerocallis |Osafune3, T. Sugawara3, S. Kishimoto3,4, T. Sasanumall,2
P119 dumortieri) indigenous to Anan town, Nagano (1.Grad. Sch. Agr., Yamagata Univ., 2.Fac. Agr., Yamagata
Prefecture Univ., 3.Mt. Chokai and Tobishima island Geopark Promotion
Council, 4.Fac. Life Design, Tohoku Inst. Tech.)
Development of an efficient intermediate line enabling |¥%Shimizu, S., M. Hara, K. Miyaki, M. Yoshizumi, H. Takagi
P120 . ; . . . . . .
introgression of late-flowering alleles in Brassica rapa |(Ishikawa Prefectural University)
YNakashima, K. 1,2, R. Takeshima2, K. Hirata2, R.
PI2] Examination for applying the U.S. maturity indicator fo |Yamazaki2, T. Wada2, S. Kato2 (| .Kyushu Okinawa
Japanese Soybean cultivars Agricultural Research Center, NARO, 2.Institute of Crop
Science, NARO)
Y¢Fukumoto, Y., S. Isomichil, C. Sato2, A. Abe3, T. Satol,
Evaluating the Accuracy of Rice Phenotype Prediction |C. Kim4,5, T. Nakatanil, H. Shimono4, H. Iwatal (|.Grad.
P122 Using Large Language Models: Leveraging Breeding Sch. Agr. Life Sci., Univ., 2.Ifu-Rinrin, 3.Iwate Biotechnology
and Agricultural Insurance Data Research Center, 4.Iwate University, 5.Sky Ocean
Technology Co., Ltd.)
Ohshiro, K. |, T. Sato2, K. Toriyama2, S. Komatsubara3, R.
P23 Genetic variation of dry matter production in rice Mulenga4, G. Munkombwe4, P. Mabvuto4, M. Chinji4, E.
(Oryza sativa L.) germplasm from Zambia Musabula4, N. Museta4, L. Kamguya4, J. Njobvu4, QY.
Fukutal (I.Univ. Ryukyu, 2.Tohoku Univ., 3.JICA, 4.ZARI)
Histological observation on abscission layer inhibition ¥Matsubara, N.1, S. Sugiyamal, M Sakutal, Y. Tqul.tnura g
Pl24 leading to non-seed-shattering trait in rice C. Inouel, T. Htunl, K. Numaguchil, H. Nasu2, T. Ishiil, R.
gror 9 Ishikawal (1.Grad. Sch. Agr. Sci., Kobe Univ., 2.Fac. Bios.-
domestication . . .
Geos. Sci., Okayama Univ. Sci.)
. . . . . YFuruta, Y., H. Iwamoto, K. Numaguchi, R. Ishikawa, T. Ishii
P125 Role of seed pigments in wild rice, Oryza rufipogon (Grad. Sch. Agr. Sci., Kobe Univ.)
Akagi, M. |, G. Okunol, K. Oce2, M. Hirata2, T. Muratal, S.
P126 Characterization of v irradiated Yacon cv. 'Andesu no |Yasudal,2, Y. Masudal,2, QY. Matsudal,2 (|.Graduate
otome' in the M| V5 generation School of Agriculture, Tokai University, 2.School of
Agriculture, Tokai University)
Mutations in the flavonoid 3'-hydroxylase gene in e
P27 sweetpotato varieties containing pelargonidin-type OTanaka, M., T. Sakaigaichi, R. Kurata, K. Suematsu, T.

anthocyanins

Sakai, Y. Takahata (Kyushu Okinawa Agr. Res. Cent., NARO)




Research on contribution of traditional crop Aoso

Ogata, R. 1, %E. Nagasawa |, H. Murakami2, T. Sasanuma |

P128 (Boehmeria nivea) to regional revitalization in Oe town, [(|.Fac. Agr., Yamagata Univ., 2.Aoso Rivival Dreaming
Yamagata Prefecture Corps)
Y Suganami, M. 1, Y. Tobita2, S. Ishizaki3, S. Honda2, K.
Nakajima4, S. Mori5, H. Ishida5, M. Matsuoka |, S. Adachi2,
P29 A large-scale screening population for enhanced CO2 [Y. Tanaka4 (|.Inst. Ferment. Sci., Fukushima Univ., 2.Grad.
fixation in rice. Sch. Agr., Tokyo Univ. Agri. Tech., 3.Fac. Afri., Okayama
Univ., 4.GSES, Okayama Univ., 5.Grad. Sch. Agr. Sci.,
Tohoku Univ.)
Pangenome study on Japanese soybean cultivars and Ovano, R.1, F. Li2, S. Hiraga2, R. Takeshima2, M.
P130 devglo e yenomepdombosey“mizu_neT,, Kobayashi3, A. Kaga2, M. Ishimoto2 (|.NAAC, NARO, 2.Inst.
P 9 Crop Sci., NARO, 3.NIAS, NARO)
Whole genome resequencing of a high-density mutant |OHiraga, S. I, R. Yano2, R. Nakatal, F. Lil, A. Kagal, T.
PI13I library of the Japanese soybean cultivar Enrei, and Anai3, M. Ishimoto!| (I.Inst. Crop Sci., NARO, 2.Res. Cnfr.
development of a gene mutation search platform Adv. Anal., NARO, 3.Grad. Sch. Agric., Kyushu Univ.)
Development of a functional genomics platform for Y¢Yunoki, S.1, Y. Wul, H. Hirakawa2, C. Masuda3, Y.
P132 spinach based on a high-quality reference genome and [Onodera3 (I.Grad. Sch. Agr., Hokkaido Univ., 2.Res. Fac.
VIGS system. Agr., Kyushu Univ., 3.Res. Fac. Agr., Hokkaido Univ.)
YMadambashi, M. 1,3, F. Nagaya |,3, K. Ohira2,3, A.
P33 Draft genome sequence of Japanese traditional Okamoto2,3, Y. Nagaya2,3, A. Ohyamal,3, K. Suwabe | ,3
Cannabis sativa (1.Grad. Sch. Reg., Mie Univ., 2.Grad. Sch. Bio., Mie Univ.,
3.CIMC)
P34 DNA Marker Development for Plant Height in Grain YZaelani, A.1, Y. Yoshioka2 (|.Grad. Sch. Science & Tech.,
Amaranth (Amaranthus hypochondriacus) Univ. Tsukuba, 2.Inst. Life & Env. Sci., Univ. Tsukuba)
Genetic analysis of resistance to highly virulent strains #HO THI, M.1, S. ISOBEZ2, K. SHIRASAWAZ, Y. YOSHIOKAS
P135 of Corvnes g/ra cassicola in cucumb?ar 4 (1.Grad. Sch. Science & Tech., Univ. Tsukuba, 2.Kazusa DNA
ynesp Research Institute, 3.Inst. Life & Env. Sci., Univ. Tsukuba)
Krusenbaum, L.|, R. Sakusabe?2, R. Ishikawa2, M. Wissuwal |,
P136 Enhanced Drought Resilience in Rice Through Post- (OT. Dinh2 (I.Institute of Crop Science and Resource
Drought Root Emergence Conservation (INRES), University of Bonn, 2.Faculty of
Agricuture and Life Science, Hirosaki University)
Y Nguyen, T. 1, Y. Horiuchi2, H. Nagashawa?2, C. Wainaina3,
P37 Fine-mapping of QTL regulating plant height in azuki P. Bethke4, M. Moril (I.Obihiro Univ. Agr. Vet. Med.,
bean (Vigna angularis) 2.Tokachi Agri. Exp. Sta., HRO, 3.Jomo Kenyatta Univ. Agr.
Tec., 4.USDA, USA)
P38 Evaluation of genetic loci for stolon production ability |YKimura, Y., D. Abe, Y. Mori, K. Numaguchi, R. Ishikawa, T.
in wild rice, Oryza rufipogon Ishii (Grad. Sch. Agr. Sci., Kobe Univ.)
Y Suzuki, R.1, M. Kato2, H. Takahashil, M. Nakazonol, T.
P139 Characterization and genetic analysis of culm length Yoshikawa3, Y. Sato4, A. Agatal (1.Grad. Sch. Bioagr. Sci.,
using wild Oryza species Nagoya U., 2.Fac. Agr., Nagoya U., 3.Grad. Sch. Agric.,
Kyoto Univ., 4.National Institute of Genetics.)
OMishima, K. 1, K. Shirasawa?2, T. Ikil, H. Hirakawa3, T.
P140 Search for causative loci related to female flowering Hirao |, K. Konagaya4, Y. Fukuda |l (|.Forest Tree Breeding
using Japanese larch mutant lines. Center, FFPRI, 2.Inst.KAZUSA DNA Res, 3.Fac.Agri.,
Univ.Kyushu, 4.Forest Bio-Reseach Breeding Center, FFPRI)
ONakamura, M. |, M. Tsuzukil, H. Kokaji2, H. Yamaguchi l,
K. Sugiural, T. Yoshida3, S. Kato |, K. Moril, H. Ohashil, U.
P4 Genetic analysis of resistance to rice stink bugs in the [|Yamanouchi4, S. Fukuoka4, A. Shomura4, S. Fukutal, Y.

rice variety ‘Milyang 44’

Mizukamil,5 (I.Aichi Agri. Res. Cent., 2.GRA&GREEN Inc.,
3.Mount. Reg. Agri. Inst., Aichi Agri. Res. Cent., 4.NARO,
5.Aichi Agri. Promotion Div.)




QTL analysis of watercore in Japanese pear and

Tanabe, T.1, K. Kajiyamal, K. Shirasawa?2, OT. Gonail

Pl142 selection of DNA markers for risk of severe symptoms. ;r:;l:l;:m’r Biotech. Inst., Ibaraki Agri. Ctr., 2.Kazusa DNA Res.
*EMAM, A.1,2, 1. Tahir2,3, N. Kamal2,3, Y. Gorafi2,4, H.
Tsujimotob, T. Ishii3,5,6 (|.United Graduate School of
Agricultural Sciences, Tottori University, 2.Agricultural
Genetic study on nitrogen use efficiency of Aegilops Research Corporation (ARC), P.O. Box |26, Wad Medani,
P143 tauschii-derived wheat populations under combined Sudan, 3.International Platform for Dryland Research and
heat and nitrogen deficiency stress Education (IPDRE), Tottori University, 4.Graduate School of
Agriculture, Kyoto University, 5.Arid Land Research Center
(ALRC), Tottori University, 6.Chromosome Engineering
Research Center, Tottori University)
Objective Image-Based Evaluation of Perilla Leaf ‘;‘\rChen', T-1, S, Kl-noshn‘o . K. Sakurail, T. Tsusaka2, M.
Plas Curling and Subseauent QTL and GWAS for Gene Sakurai2,3, K. Shirasawa4, S. Isobel,4, H. Iwatal (1.Grad.
ASSOC%Tion o sqis Sch. Agr. Life Sci., Univ. Tokyo, 2.TSUMURA & CO., 3.LAO
4 TSUMURA CO.,LTD, 4.Kazusa DNA Res. Inst.)
Y¢Nakanishi, S. |, K. Nishimural, T. Nakazaki2,3, Y.
P45 Genetic analysis of growth abnormalities observed in Monden |, K. Kato |, H. Nishida | (1.Grad. Sch. Environ. Life
the S| generation of synthetic hexaploid wheat Nat. Sci. Tech., Okayama Univ., 2.Grad. Sch. Agr., Kyoto
Univ., 3.IAC, Kyoto Univ.)
P46 Improvement of a GWAS for pearl millet by imputing YKambara, K. |, G. Shashi Kumar2, D. Tsugamal (|.Grad.
missing genotypes Sch. Agr., Univ. Tokyo, 2.ICRISAT)
. . . (OMatsushita, S. 1, M. Nakano2, S. Choukyuu |, M. Kurao |, A.
P147 Generation of 'l\/‘lole Sterile Chrysanthemum seficuspe Fujital (1.Agr. Tech. Res. Cent., HiTRI, 2.Fac. Agr. Mar.
by Genome Editing . .
Sci., Kochi Univ.)
YAsakawa, T.1, M. Endo2, S. Tokil,3,4, H. Saika2 (|.Grad.
P48 Construction of a new homologous recombination Sch. Agr., Univ. Ryukoku, 2.Inst. Agrobiol. Sci., NARO,
evaluation system in Arabidopsis thaliana 3.Grad. Sch. Nanobio., Yokohama City Univ., 4.Kihara Inst.
Res., Yokohama City Univ.)
YFujihara, K. 1, I. Mitsuhara2, M. Endo2, M. Kiran3, S.
. . . Tokil,4,5 (1.Grad. Sch.Agr., Univ.Ryukoku, 2.Inst. Agrobiol.
plag  [Tromsportation of Protein from Agrobacterium fo Plant |5 \aRo, 3. Dep. Biochem. Molbiol., Oklahoma State Univ.,
yP Y 4 .Kihara Inst. Biol. Res., Yokohama City Univ., 5.Grad. Sch.
Nanobio., Yokohama City Univ.)
PI50 Con.sTru.chon Of. O. genomic .breedmg dafabase for the Y Yumiya, M., H. Bono (Grad. Sch. Int. Sci., Hiroshima Univ.)
realization of digital breeding
Population structure analysis of Japanese sorghum »Okada, S.1, K. Kuga2, S. Araki-Nakamura |, K. Ohmae-
PI5I an'i’jmce bt onolysis o ‘Ar';’okibi, 9 Shinoharal, T. Sazukal (I.Biosci. and Biotech. Center,
9 4 Nagoya Univ., 2.Grad. Sch. Bioagri., Nagoya Univ.)
Y Shibata, M. |, Y. Ishiguro2, J. Kawaki3, A. Nagano4,5, H.
Yamashital,2,6,7, T. Ikkal,2,6,7 (|.Grad. Agr., Shizuoka
P52 Genomic prediction-based evaluation of trait Univ., 2.Uni. Agr., Gifu Univ., 3.Shizuoka Tea Res. Cent.,
segregation in the progenies populations of tea plants |4.Biosci. and Biotech. Center, Univ. Nagoya, 5.Inst. Adv.
Biosci., Keio Univ., 6.Shizuoka Univ. Res. Inst. Green Sci.
Tech., 7.Shizuoka Univ. Res. Inst. Tea Sci.)
P153 Functional Analysis of Four Wax Biosynthesis Genes *ZHU, T., A. HIRAIWA, S. AIGA, J. ITOH (Grad. Sch. Agr.
Involved in Rice Hydrophobicity Life Sci., Univ. Tokyo)
Fine mapping of the causal genomic region for . . . T .
PI54 perpetual flowering and its genotypic effects during ¥eYoshizumi, M., . Machi, T. Nishitani, M. Hara, H. Takagi

early growth stage in Fragaria X ananassa

(Ishikawa Prefectural University)




Modulation of Plant Height in Rice via Genome Editing

OKuroha, T.1, H. Park |, W. Iwasaki2, S. Chechetka |, M.
Kimizul, Y. Kawahara3, K. Hayashil, Y. Hayano |, T.

P155 of a Conserved Noncoding Sequence Near the Makino2, H. Yoshida | (|.Inst. Agrobiological Sci., NARO,
Transcription Start Site of the SD| gene 2.Graduate School of Life Sciences, Tohoku University,
3.Research Center for Advanced Analysis, NARO)
(ONakano, Y.|, M. Nakata2, H. Yamakawa3, T. Tonooka4, H.
PI56 Identification of bHLH transcription factor regulating [Maejima5, T. Nagamine | (1.CARC, NARO, 2.KARC, NARO,
proanthocyanidin accumulation in barley testa layer 3.Inst. Crop Sci., NARO, 4.Headquarters, NARO, 5.Nagano
Agricultural Experiment Station)
YArikpo, G. 1, Y. Kentaro2, T. Ishii3,4,5 (|.United Graduate
School of Agricultural Sciences (UGSAS) Tottori University,
Shoot Apical Meristem Bombardment Enables Stable In [2.Graduate School of Agriculture, Kyoto University,
P157 Planta Transformation in Pearl millet (Pennisetum 3.International Platform for Dryland Research and Education
glaucum L.) (IPDRE), Tottori University Arid Land Research Center,
4. Tottori University, 5.Chromosome Engineering Research
Center, Tottori University)
Genome editing of CAD gene involved in lignin
biosynthesis in bahiagrass—k-mer analysis in F | null (OGondo, T.I, M. Yamada?2 (I.FSRC, Univ. Miyazaki, 2.Agr.,
P158 . . . . . .
segregants and fixation of mutant loci in F2 generation [Univ. Miyazaki)
. . . Y«Yamatani, H.1, S. Ozawa2, T. Takami2, W. Sakamoto2, M.
PI159 mjiilf?nr gce;‘e*'c analysis of the LHCI deficient Kusaba3 (1.QST, Takasaki, 2.IPSR, Univ., Okayama, 3.Grad.
Sch. Int. Sci. Life, Univ. Hiroshima)
P160 Creation of Soybean AGPase Mutants via iPB-RNP- Y% Ogawa, T., K. Fujii, W. Achley, R. Imai (Inst. Agrobiol. Sci.,
based Genome Editing NARO)
P16 Creation of genome-edited lines of transcription factor |¥¢Sakurai, S., N. Kawano, S. Sakoguchi, Y. Kamiya, K.
SHP in bread wheat Kawaura (KIBR, Yokohama City Univ.)
Isolation of six-rowed mutants derived from a two- ONakata, M., M. Taira, M. Yanaka, H. Shimizu (KARC,
Pl162 rowed barley cultivar "Haruka Nijo™ and pyramiding of
NARO)
the causal genes
Comparative Analysis of Genetic and Epigenetic
P163 Regulation of Light-Dependent Anthocyanin Y Miyaki, K., T. Segawa, M. Hara, M. Sakemoto, H. Takagi
Differences in Brassica rapa Cultivars ‘Akamaru’ and (Ishikawa Prefectural University)
‘Hinona’
Mitochondrial morphology of mitochondrial fission srHashimoto, M., Y. Ito, I. Nakazato, H. Takanashi, S.
Plé64 . orphology o Arimura (Graduate School of Agricultural and Life Sciences,
mutants in Arabidopsis thaliona . .
The University of Tokyo)
(OHorie, T.1, H. Sakagamil, R. Ishikawa?2, Y. Ishiil, H.
. Matsumura3, P. Amarasinghe4, M. Katsuhara5, T. Ishii2
P165 g:c":r‘ﬁzi;zifi'gr;;i*;iil";*:;s; control Na (1.Div. Appl Biol., FTST, Shinshu Univ., 2.Grad. Sch., Agric
Sci., Kobe Univ., 3.Grad. Sch. Sci. Tech., Shinshu Univ.,
4.GLORDC, Sri Lanka, 5.IPSR, Okayama Univ.)
Exploration of candidate genes related to fruit % Takada, K. 1, K. Nonaka2, T. Shimizu2,3, M. Minamikawa4
P166 peelability and hardness in citrus using RNA-seq (1.Grad. Sch. Hort., Chiba Univ, 2.NIFTS, NARO, 3.Kazusa
analysis DNA Res. Inst., 4.IAAR, Chiba Univ.)
P67 Transcriptome analysis of ditelosomic lines in common  [¥Imoto, K., R. Nishijima (Grad. Sch. Biosci. Biotech., Fukui
wheat Pref. Univ.)
Genome-wide identification of the LOX gene family in  |¥Iwayama, D. 1,2, Y. Horiuchi3, S. Isobel, M. Mori2, K.
P168 adzuki bean and identification of seed-specific LOX Kato2 (|.Tokachi Daifuku Honpo, Inc., 2.0bihiro Univ. Agri.

genes

Vet. Med., 3.Tokachi. Agri.Exp.Stn.,HRO)




Hormonome and transcriptome analysis in winter buds

*Yamada, M. 1, M. Onukil, J. Kawaki2, M. Kojima3, Y.
Takebayashi3, H. Sakakibara3,4, A. Naganob,6, T.
Ikkal,7,8, H. Yamashita l,7,8 (1.Grad. Agr., Shizuoka Univ.,
2.Shizuoka Tea Res. Cent., 3.Biosci. and Biotech. Center,

Pl69 of tea cultivars with different bud-break timing Univ. Nagoya, 4.Inst. Adv. Biosci., Keio Univ., 5.CSRS,
RIKEN, 6.Grad. Sci. Bioagr., Univ. Nagoya, 7.Shizuoka Univ.
Res. Inst. Green Sci. Tech., 8.Shizuoka Univ. Res. Inst. Tea
Sci.)
Genomic regions associated with seed storage protein |¥%Yamaguchi, M., K. Shishidol, S. Iidukal, S. Yoshikawal |,
P170 contents between japonica rice cultivars grown in T. Wakabayashil, J. Kasuga |, H. Ozaki2, K. Kato | (I.Obihiro
Hokkaido Univ. Agric. & Vet. Med., 2.Kamikawa Agri. Exp. Sta., HRO)
Estimating the temporal origins of mutations associated ?IKISZSnIGn%; KS.cii, \'l('.elzswzhoakrl?qziéé.uzr:\?u32’ Fi'e.svc\a/g:SI'?c(‘Zbeenlfer
P171 \g:h %on;i.ic,:;caflon and improvement in Oryza sativa for Advanced Analysis, NARO, 3.Grad. Sch. Info. Sci. Tech.,
p-Jap Hokkaido Univ.)
Comparative analysis of Homoeologous Recombination »Hara, M.1, K. Okazaki2, T. Segawall, K. Miyakil, M.
P172 in s ?\The’ric and Iayndroce Brossica?\o s Yoshizumil, H. Takagil (I.Ishikawa Prefectural University,
4 P 2.Faculty of Agriculture Niigata University)
Y Setoguchi, Y. 1, Y. Narasako 1,2, T. Hirano3, M. Otani4, H.
P73 Relationship between polyphenol and foot rot Kunitake3 (|.Interdiscip. Grad. Sch. Agric. Eng., Univ.
resistance in sweet potato Miyazaki, 2.Kushima AoiFarm Co. Ltd., 3.Facul. Agric., Univ.
Miyazaki, 4.Res. Inst. Agric. Resour., Ishikawa Pref. Univ.)
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